Order: 010-82796972
nidiab Tech: 13691030050
i Tech QQ: 328153626

FRA5:151218
EASYspin Plant RNA Kit
EASYspin 1% RNA Pz BUAF &
H¥XS: RN09

o ﬁt%ﬂﬁgﬁﬁi\ %#\ ﬁ%‘ﬁ:

Rilroei5 7 F3ea 20 R(RN0901) 50 JR(RN0902)
SR RLT =R 20 ml 50 ml
HZEOW RWI1 =8/ 15 ml 40 ml

Sml 10 ml
B RW =R

E—U RN e B2
RNase-free H;0 =R 10 ml 10 ml
PLANTaid =8 2ml 5ml
RNase-free

=E 20% 50 &

A RA FlcEes

AARF A ZIRAEAF 12 AN A ASFEma Al %R
ea=a
1. REEMBETGE 4CElE—200C) SfpERitE, BmndHME, Hitis
WMAMEEAE ST T (15C—25T) #H47.

2. WRRAFIKN B RE TSR Ak, PHAEARL, &S G B A I
HEET.
X #;ﬁ:ﬁ?ﬁ:

A ) AR SR AT B AR TR 4N B RNA B, 454 RNA Bh#25 PLANTaid 75
Bhék & il B0, REH RS E5M S, RNA AR EFiHRE
IR T B Ok RS, BT — RAIPUERE R — B L Rb R, REA
ORISR 4 Ry, BASRA LR, BUEKEEHI RNase free Ho0 #5401 RNA
AR B R B i

[ EsEE Y)Y HioRS2HF: 13691030050 www.aidlab.cn



72 AR R

SEAEMEFA RIS, SHSRA, WAREIBIES PR,

FAHE, EAANFE R ERAE — O 7E 25 S B g e, S b A A DO AR

T FEY RNA BIHER PlantAid o] LA SUEE & 2 W21, fRETERECR.

GGG MRz, PR RER AL RAEE. A E R, AE

100 2 Fift B P /MR @SR BRI RE i o EARE R 31 R 2 %’Wazﬁfzn%ﬁéa

Z AR S 4, ODa2eo/ODago JUTY (¥ EUAHIA 2.0~2.2, J:7RTC DNA 5,

AT RT-PCR, Northern-blot I #-FhsLi .

HEEES

B R O BITE FR ST, 3 HH T LA 313,000 rpmifi 44 4t & B 0AL

TEA& LI, (T,

ZUEHRLTAN 08 FRRW L S H R Y, BRIER BAR T 5, Bhih

BERR, BREERIAKHR. FiGGupzik. SR, ZEARREKE A HKMYE.

K TDNA HERE:

— AR RAT AR RNA SR BRI /E RS AR o Jovk 56 423 5 DNA sk i, A<

22 F] ¥ EASY'spin 41 RNA $HU= i, BT RHL T A2 mIURS A B i ik R RIE %

TR R B R 7 AR B C 283 R T 248K 1) DNA SR, 7E K Z S RT-PCR

R AR LA 1Y) DNA SR B A AR K, W SR EEEAT ™ 4% (1) mRNA £k &=

AT S E B PCR,  FRATTE BUAE AT REASORI 51 1) e e

1) EABAS TSI, UFEEmRNAHIEREX, X FEDNAB A GEIE AR
S5y R

2)  EPEHEFADNAMICDNA LH = KN —FER) 5100

3)  HRNAFRIY I RNase-freefIDNase I 4bF . A7 & 3% 7] LAF T DNase 14t
H 5 FIRNATE T (cleanup), 5B RIATR A IRAE W15,

4) R TWEEEBRRWUEGHT, BN AHERA EE4T7DNase IH:_EIHALAL
Ho JSEDNARGHE BRI (5. RN34)RT AT S0 ZRECE AR AE U0 1.

KT AAEYIRE: S U B 95 2 DN A 1 150«

A A R R SR, FTRESR BB Z DNA,  AJ BL2% i A 2 A I RN38

EASYspin PlustE #/RNAFE BRI & . RN3SZERN09 EASY spinfE #RNA H Bk 7

A L, SO R D 5 R ZH DN AT BRAEROR o AT R0 BRDNABR B, 752K

WA ] FoAR SR 13691030050 -1- www.aidlab.cn



K3
o

ZHED T, W DL DNAKE B bR 34820 R A T .

KT 5T 4 AR U U R SR IR M sl = A P 1 o«

— SO R (R RS P, A A RS, MR RIS, RN09 REIKRLT
TEIEREL, FIEFFRNS3 EASYspin Plus% # £ MY/ H Y RNATREGA I . —Lk
BE SRR, AT LL22ARNS3 EASYspin Plus% £ )/ 2 M VRN A HE BUR 71
. RNS3ELAH 58 )RR CLBIE T, TEARZ BN, AT LABRHUE Jbt i Bl o 8
e (FEHIEERNS3 B ).

BAEPE:  (LRRTE S ARERFI)

b7

S — YA P AT e 7 EE Ve RW LI F5 7€ B0 7K 21!
HEFEE R :

a. CHTERREA LA SRR E S B 100mg FRIH BT /NN R (ORI fRA7 B TR AR

AAE b T H AR E JF L 100mg JNTFER), i 10 48 (1ml1) RLT #1 1 4R
(100u1) PLANTaid R FARHERIRK, V5B ZEE G LEH SRR

YR RLT S2.ZI 70 0 Bk LAIH] RNA B g P

¥E: PLANTaid 2R EHEZMRFRET=HWER S EFEE KRR S A

5%

b. CKEREVFENELE, BIZUERRED 15 F8, 13,000rpm 250 5-10 4380, JTE
NRERFR I FI 4566 2 B 2 W ) PLANTaid.

c. HY 480ul fEY) EIE (FEAEIT RNA RIERE I B T B E S SE 2
LR, XETURRSER) LB — M0, A REER—L0 KR
0.5 48, MAF AT BEHIYTIE, (HRANHMIREULRE, RIRITIRET, AER O,
d. IR EEAESBIISE 3.

RS (REUEZR, 5REMFRAEMNHEFELE)

a. O 500p] 4¢3 RLT, # N 1.5ml B0, A 50ul PLANTaid J821%H

b VR PSR H R AR 5. B S0mg ARy BN LIRS RLT A

[

s ] FAR ST HE: 13691030050 -2- www.aidlab.cn



PLANTaid 18008, SCRPHFRIZIIRG 20 72, R RHE.

e FAMRSKWRITIR ) H: Bh i ol I Z i e 7B 3% B R8BI S 20 R 45 (8
K 30 B), WLLEIY) DNA, BRACKITE it re &,

d. WGP 13,000 rpm B0 5-10 4358F, JUEA R S 6 228
{7 PLANTaid.

e. BBYEY BFE (EAEE RNA TR FIBHL T T IRE £ 1 138, Xt
T RRER) B3 Mo, A BEER-— LI K ZE0.5 &), 1t
AT RE BT, (ER AR BGE RS, SERIETIRST, RIS L,

£ SLABARES RIS 3.

ER: UL RERTBRA AW LRE B EmAAE, TURESRE. R ER
1ml 2% RLT 1 100l PLANTaid 1 100mg §IHES .

KRS RN 72000, 207 LA UM I — MR AE RA A, IR B A
FNUCEE H) 13,000 rpm 250 2 504, FEERWR .

S e AR %, B LRAERE, WALE, ARUnKE.O/IRELG
A TE]

4. fn700pl EEEAW RWI, SIEBCE 10480, 13,0000pm B0 30 #), FEREEW .

TN 500ul e RW G SERE & & B B I TS /K 4D, 13,000 rpm 250 30 5,
FEERW . N 500ul SEFE R RW, BEE i,

6. HMEHHHE RA RIS WS T, 13,000 rpm B850 2 S e, REREERR, Dl
TR R B A N RO .

IR B AE RA, BUN—A™ RNase free 250, MRIETIHA RNA 72 575 AR
FR ]2 30-50pul RNase free water(F5G7E 70-90° C/AKB HMAR g7 &), =
RTCE 1435k, 12,000 rpm B0 1 4050,

IR T RNA 72 8>30ug, B 30-50ul RNase free water EEBIE 7, & 3FM kLG
T, B B — VRO e RO TR [ 38 W B R D R — i (R S RNA IR
H)o

VERLWIIE A RNA SE RNA WRER, W IREEH A FFSRBAE RN RNA P& AT
EH 15-30%, HERKREEMR, ArRiEmRELE.

[ EsEE Y] BiR T HE: 13691030050 -3- www.aidlab.cn



Mz 1: DNA Bt F4L (PE4A35 2% RN34 DNase I K i A0 R & 360 )

1.

2.

6.

IR AT T4 RNO9 7 G4 E b IR IR, BRI BB TR 3.

EY. 4511 DNase I buffer £ 5ul RNase free DNase 1 75 2 0 & 58 5 W0 FT VR 51 B T AR W
b3 22 A B8O 7 4 B LU ROR 1l 46 AR O .

MR EE RA HBIN 350pl 2355 A RW1, 12,000 rpm £5.0 30 B, FFIKW, #

G pdEILve SR

I B A RA AN 50ul () DNase I LA, il (20°C-30°C) & 15 /35

TR E R AR A r SR L i i U VR 7 0 AT I A, SR AR

O FUH B Bl B8 OoAE B BE TR RE BN R 7 P AN BE 78 0 AR A

IR B RA A 350ud 2548 (9 RW1, 12,000 rpm 5.0 30-60 5, FF K,

K R A A T TR W B

Bt 5 SE RS BB IR,

Ff3% 2: 1 F| EASYspin/EASYspin Plus RFIAEHY RNA P HRHGA7 GR R IHE 5 3=
100 Z5:

1.

Bk H sz, f£. M. . Isolation, characterisation and phylogenetic analysis of resistance
gene analogues in a wild species of peach (Prunus kansuensis).Canadian Journal of Plant
Science, 2011, 91(6): 961-970

PEREAE . M. B4 & 7. Over-expression of the PaAP1 gene from sweet cherry (Prunus
avium L.) causes early floweri.Journal of Plant Physiology, 2012,Available online 1
December 2012

VEAAM. 250 . . MEMEZSZE4ER07: Cloning and Expression Analysis of A Putative B Class
MADS-box Gene of AcPI in Onion. Scientia Agricultura Sinica, 2012, 45(23):4759-4769

i H Isolation and Functional Characterisation of the Genes Encoding
A8-Sphingolipid Desaturase from Brassica rapa. Journal of Genetics and Genomics Volume
39, Issue 1, January 2012, Pages 47-59

% # 1 : EXPRESSION, DIVERGENCE AND EVOLUTION OF THE CALEOSIN GENE
FAMILY IN BRASSICA RAPA. Arch. Biol. Sci., Belgrade, 65 (3), 863-876, 2013
DOI:10.2298/ABS1303863H

FAht: Effect of Low Temperature Stress on the Expression of ProDH Gene and the Activities of
the Proline Dehydrogenase in Leaves of Tomato Seedling. Chinese Agricultural Science Bulletin
2012,28(10):132-135

¥ F ™ : lsolation of High Quality Total RNA from Gardenia jasminoides Eills.Chinese
Agricultural  Science Bulletin.2012, 28(27):194-198

M i R sz ;. Cui Qingin, Han Xiaojiao, Chen Yicun, Zhan Zhiyong, Lin Liyuan, Wang
Yangdong. Isolation and Expression Characteristics of Biotin Carboxyl Carrier Protein Coding

[

s ] FAR ST HE: 13691030050 -4- www.aidlab.cn



10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

Gene (VfBCCP) from Vernicia fordii. SCIENTIA SILVAE SINICAE. 2012, 48(8): Available online
August

A S s 1: Selection of Reliable Reference Genes for Gene Expression Studies Using
Real-Time PCR in Tung Tree during Seed Development. PLoS ONE, 2012, 7(8): e43084

%€ 3¢ : Molecular cloning and expression analysis of ribosomal protein S7 gene from
Porphyra  haitanensis. JOURNAL OF FISHERIES OF CHINA, 2011, 35 (12) : 1814-1821

i fit : Molecular characterization of a mitogen-activated protein kinase gene DoMPK1 in
Dendrobium officinale. Acta Pharmaceutica Sinica, 2012, 47 (12): 1703-1709

fifit 1: ESTs Analysis Reveals Putative Genes Involved in Symbiotic Seed Germination in
Dendrobium officinale. Symbiotic Germination Genes in D. officinale. August 2013 | Volume 8 |
Issue 8 | 72705

K & : RNA-seq Analysis Reveals Ethylene-Mediated Reproductive Organ Development and
Abscission in Soybean(Glycine max L. Merr.). Plant Mol Biol Rep, 2012, published online: 4 Dec,
2012

K 1: Construction of ethylene regulatory network based on the phytohormones related gene
transcriptome profiling and prediction of transcription factor activities in soybean. Acta Physiol
Plant, 2012, published online: 12 Dec, 2012

211t £ *%: Expression Analysis of MAWUAG in Different Organs and Developmental Stages of
Magnolia wufengensis. Chinese Bulletin of Botany, 2013, 48 (2): 1-5

FE#k: Cloning and Phylogeny Analysis of PpAP2 Floral Homologous Genes in Peach. Chinese
Agricultural Science Bulletin, 2013, 29(7): 99-104

4L f% F: Cloning and characterisation of a phenylalanine ammonia-lyase gene from Rhus
chinensis. Plant Cell Rep, 2013, published online: 15 March, 2013

:HA% T 1: Cloning, characterization and expression of chalcone synthase from medicinal plant
Rhus chinensis.J. Plant Biochem. Biotechnol. DOI 10.1007/s13562-013-0231-9

FH AT : cDNA Cloning and Bioinformatic Analysis of the sPPa1 Gene form Picea wilsonii. Plant
Science Journal, 2012, 30(40): 394-401

FHFF 1: cDNA Cloning and Bioinformatic Analysis of PsbO Gene from Picea wilsonii.Life Science
Research, 2012, 16(3): 201-206

FHHF 2: Cloning and Tissue Expression Analysis of PWPSAF in Picea wilsonii. SCIENTIA SILVAE
SINICAE. Vol. 49, No. 10, Oct. 2013.

¥ : Molecular Cloning and Transcriptional Analysis of the Putative AGAMOUS Homolog AcAG
in Onion (Allium cepa. Plant Mol Biol Rep, DOI 10.1007/s11105-013-0607-y

A JK: XsFAD2 gene encodes the enzyme responsible for the high linoleic acid content in oil
accumulated in Xanthoceras sorbifolia seeds. JOURNAL ARTICLE. 2013-6-17.

A JK 1: Two novel diacylglycerol acyltransferase genes from Xanthoceras 2 sorbifolia are
responsible for its seed oil content. GENE-38688; No. of pages: 9; 4C:

#H#%:  Efficient auto-excision of a selectable marker gene from transgenic citrus by combining the
Cre/loxP system and ipt selection. Plant Cell Rep, DOI 10.1007/s00299-013-1470-x

1% 1: Expression Analysis of Three Phloem-specific Promoters in Transgenic Poncirus trifoliata.
Acta Horticulturae Sinica. 2014, 41(1): 1-8.

[ EsEE Y] BiR T HE: 13691030050 -5- www.aidlab.cn



27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

A% 2:  Activation of three pathogen-inducible promoters in transgenic citrus (Citrus sinensis
Osbeck) after Xanthomonas axonopodis pv. citri infection and wounding. Plant Cell Tiss Organ
Cult. DOI 10.1007/s11240-013-0423-y.

ZXMF1EiE: Comparison and Analysis of Methods of Extracting Total RNA from Petals of Camellia
sasanqua. Chinese Agricultural Science Bulletin.2013,29(28):129-133.

¥ F: Isolation of High Quality Total RNA fromGardenia jasminoides Eills. Chinese Agricultural
Science Bulletin. 2012, 28(27):194-198

F} Z : Genome-wide analysis and molecular dissection of the SPL gene family in Salvia
miltiorrhiza. 2014 Jan;56(1):38-50. doi: 10.1111/jipb.12111. Epub 2013 Nov 20.

#tF}: Transcriptome Comparison Reveals Key Candidate Genes Responsible for the Unusual
Reblooming Trait in Tree Peonies. Genes Responsible for Reblooming in Tree Peonies.
November 2013 | Volume 8 | Issue 11 | €79996

R 5t K: Role of sulfur assimilation pathway in cadmium hyperaccumulation by Sedum alfredii
Hance. Ecotoxicology and Environmental Safety. Volume 100, February 2014, Pages 159-165.

1l %% ¥« Identification of appropriate reference genes for normalizing transcript expression by
quantitative real time PCR in Litsea cubeba. TECHNICAL NOTE. Mol Genet Genomics (2013)
288:727-737, DOI 10.1007/s00438-013-0785-1

A A Y : Heterologous gene silencing induced by tobacco rattle virus (TRV) is efficient for
pursuing functional genomics studies in woody plants. ORIGINAL PAPER. Plant Cell Tiss Organ
Cult, DOI 10.1007/s11240-013-0393-0

#i1E: Analysis of sea-island cotton and upland cotton in response to Verticillium dahliae infection
by RNA sequencing. Sun et al. BMC Genomics 2013, 14:852 /1471-2164/14/852.

#Hk¥: Biochemical changes and defence responses during the development of peach gummosis
caused by Lasiodiplodia theobromae. Eur J Plant Pathol (2014) 138:195-207, DOI
10.1007/s10658-013-0322-4.

Bk ¥ 1 : Carbohydrate metabolism changes in Prunus persica gummosis infected with
Lasiodiplodia theobromae. Phytopathology "First Look" paper .
http://dx.doi.org/10.1094/PHYTO-01-13-0025-R « posted 11/27/2013.

i % : The Malus crabapple transcription factor McMYB10 regulatesanthocyanin biosynthesis
during petal coloration. Scientia Horticulturae 166 (2014) 42—49.

W7 : A rapid and sensitive method for field detection of Prorocentrum donghaiense using reverse
transcription-coupled loop-mediated isothermal amplification. Harmful Algae 29 (2013) 31-39.
%% : Establish a cDNA-AFLP Technology System in Camellia oleifera. Molecular Plant Breeding,
2013, Vol.11, No.5, 611-616.

WYNE A Transcriptomic analysis of Asiatic lily in the process of vernalization via RNA-seq. Mol
Biol Rep. DOI 10.1007/s11033-014-3250-2.

EJ4il: Dynamic expression of novel and conserved microRNAs and their targets in diploid and
tetraploid of Paulownia tomentosa. Biochimie xxx (2014) 1e10.

ANZ: Cloning and Sequence Analysis Squalene Epoxidase Gene in Panax gin-seng. Journal of
Jilin Agricultural University 2014, 36(2): 149-152,17

[ EsEE Y] BiR T HE: 13691030050 -6- www.aidlab.cn


http://www.sciencedirect.com/science/journal/01476513/100/supp/C

44.

45.

46.

47.

48.

49.

50.

51.

52.

53.

54.

55.

56.

57.

58.

59.

60.

% 3% : Cloning and Sequence Analysis of rbcs Gene from Sasussured involucrdta Kar. et Kir.
Chinese Agricultural Science Bulletin 2014, 30(15): 261-267

#H # 3 : Secreted Expression of Cecropin B Gene Enhances Resistance to Xanthomonas
axonopodis pv. citri in Transgenic Citrus sinensis‘Tarocco’ Acta Horticulturae Sinica 2014, 41(3):
417-428 http: // www. ahs. ac. cn

%j 1t : Stem apex detoxification culture markedly improved severalphysiological characters of
chrysanthemum ‘YUTAI'. Plant Cell Tiss Organ Cult 2014, DOI 10.1007/s11240-014-0541-1
FFFE MU IF: Ectopic expression of FaesAP3, a Fagopyrum esculentum (Polygonaceae) AP3
orthologous gene rescues stamen development in an Arabidopsis ap3 mutant. Gene 2014,
550(2): 200-206

/lita: Differential expression of SLOW WALKER2 homologue in ovules of female sterile mutant
and fertile clone of Pinus tabulaeformis. Russian Journal of Developmental Biology 2014, 45(2):
78-84

WL TE: Precise spatio-temporal modulation of ACC synthase by MPK6 cascade mediates the
response of rose flowers to rehydration. The Plant Journal 2014, 79(6): 941-950

Wi A€ F LB 7F . Functional characterization of GhAKT1, a novel Shaker-like K+ channel gene
involved in K+ uptake from cotton (Gossypium hirsutum). Gene 2014, 545(1): 61-71

Hi A6 AL 7 JF 1: Upland Cotton Gene GhFPF1 Confers Promotion of Flowering Time and
Shade-Avoidance Responses in Arabidopsis thaliana. PLoS ONE 2014, 9(3): e€91869.
doi:10.1371/journal.pone.0091869

F#: Poplar GATA transcription factor PdGNC is capable of regulating chloroplast ultrastructure,
photosynthesis, and vegetative growth in Arabidopsis under varying nitrogen levels. Plant Cell
Tiss Organ Cult 2014, DOI 10.1007/s11240-014-0536-y

EH¥: Molecular characterization of the SPL gene family in Populus trichocarpa. BMC Plant
Biology 2014, 14: 131

¥ M : Molecular cloning and characterization of an isoflavone 7-O-glucosyltransferase from
Pueraria lobata. Plant Cell Reports 2014, 33(7), 1173-1185

H % : Cloning and Expression Analysis of Actin Gene {ilyActin)from Lily. Acta Horticulturae Sinica
2013, 40(7): 1318-1326

H& 1:  Vernalization of Oriental hybrid lily ‘Sorbonne’: changes in physiology metabolic activity
and molecular mechanism. Molecular Biology Reports 2014, DOI 10.1007/s11033-014-3545-3
#H93%: Transcriptome Sequencing and De Novo Analysis of Youngia japonica Using the lllumina
Platform. PLoS ONE 2014, 9(3): €90636. doi:10.1371/journal.pone.0090636

Hif€ 1: Gibberellin Overproduction Promotes Sucrose Synthase Expression and Secondary Cell
Wall Deposition in Cotton Fibers. PLoS ONE 2014, 9(5): e€96537.
doi:10.1371/journal.pone.0096537

3 Low Medium pH Value Enhances Anthocyanin Accumulation in Malus Crabapple Leaves.
PLoS ONE 2014, 9(6): €97904. doi:10.1371/journal.pone.0097904

EHRM: Three homologous genes encoding functional D8-sphingolipid desaturase in Populus
tomentosa. Genes Genom 2014, 36: 293-301

WA ] FoAR SR 13691030050 -7- www.aidlab.cn



	注意事项

